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The crystal structure of Ni(HCOO) 2 Á2H 2 O comprises two Ni 2+ cations on inversion centres, one on Wyckoff position 2b (Ni1), one on 2a (Ni2), and two formate anions and two water molecules in general positions. The Ni 2+ cations are stacked in rows parallel to [101] . Both cations have a distorted octahedral coordination environment by oxygen atoms, but with different types of ligands. Ni1 is bound to six O atoms of six formate anions (O1-O3 and symmetry-related counterparts), whereas Ni2 is bound to four O atoms of two pairs of water molecules (O5, O6 and symmetry-related counterparts) and two formate anions (O4 and its symmetry-related counterpart). Relevant bond lengths and a comparison with the previous determination are collated in Table 1 . In general, bond lengths and angles are similar to related divalent first-row transition metal formates (Viertelhaus et al., 2005) .
Each of the two formate anions bridges two Ni 2+ cations, thus creating a three-dimensional framework. O-HÁ Á ÁO hydrogen bonds of medium strength and with nearly linear O-HÁ Á ÁO angles between water molecules as donor groups and each of the formate carboxylate O atoms as acceptor groups help to consolidate this arrangement (Fig. 1, Table 2 ). In comparison with the previous determination, the H-atom positions are unambiguous and were clearly discernible from difference maps. Krogmann & Mattes (1963) ; lattice parameters a = 8.60 (1), b = 7.06 (1), c = 9.21 (2) Å , = 96.50 (10) from single-crystal data at room temperature; (b) lattice parameters a = 8.5951 (1), b = 7.0688 (5), c = 9.2152 (2) Å , = 97.41 (1) from Rietveld profile refinement at room temperature (Kellerman et al., 2016) . Table 2 Hydrogen-bond geometry (Å , ). 
Figure 1
The crystal structure of Ni(HCOO) 2 Á2H 2 O in a projection along [100] . Displacement ellipsoids are drawn at the 97% probability level. Ni atoms are green, C atoms grey, formate O atoms red, water O atoms yellow. H atoms are shown as white spheres of arbitrary radius; O-HÁ Á ÁO hydrogen bonding is indicated by thin blue lines. 
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 3 . Starting coordinates for refinement were taken from the previous determination (Krogmann & Mattes, 1963) .
data-1
IUCrData (2018 Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. H atoms bound to O atoms were located from a difference map and were refined freely. Symmetry codes: (iv) −x, −y+2, −z; (viii) −x, y+1/2, −z+1/2.
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